Imperial CO"ege Department of Chemistry

Mass Spectrometry Service

I F= T 1= Sample Reference: ....ooocoviiiiiieiiiiii e
Internal Tel. NO. ..ooovvveviiiiiiiiiiiiieeeeeee Email: oo
SUPEIVISOI: it Suitable solvent: ...
Date: e Concentration (if sampleis in solution): ..................

or quantity (if sample is not in solution): ...................

Sample structure or derivation:

Molecular Formula: ..., MONOISOtOPIC MaSS: ...eevviieiiiiiiiiiiieeeeeeeees

Service required:

lonisation method: Mass Measurement: Options:
Electron lonisation (E.I.) Nominal * GCIMS (El * or Cl only)
Chemical lonisation (C.1.) Accurate LC/MS (ESI only)

LSIMS (FAB)

Electrospray (ESI) lon Mode: Sample to be returned?
MALDI Positive *
No preference * Negative Email results?

(not available for GC/MS or LC/MS)

* Indicates default if no selection made. Samples will NOT be returned by default.
Accurate mass measurement is not available using MALDI or negative ion LSIMS.
For accurate mass measurements using El, Cl or LSIMS, a nominal mass spectrum must also be run.

Other information or requirements: (Information concerning toxicity & other hazards must be given here)

Operator's use only

InStrument: .......cooeeeviiiiiiiee,
lonisation: .......oovviviiiiiiiee e
Filename: ....ccoooviiiiiiiiieiieeeee,
Scan NOS: i,
Date run: ....cooveevieiiiieieeeeeeen, March 2007



